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Source data for Figure 2, panel C. HEK293T FcGR cells transfected with Flag-Rab5A, HA-ubiquitin 
dGG, and the indicated Legionella effector (or vector control) were lysed and subjected to Flag IP to 
isolate Flag-tagged Rab5. All blots are merged chemiluminescence and colorimetric images of the 
Dual Stained Precision Plus ladder (BioRad), ladder label units are kDa.
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Source data for Figure 2, panel D. HEK293T FcGR cells transfected with Flag-Rab5A, HA-ubiquitin 
dGG, and infected for 1 hr with the indicated Legionella strain were lysed and subjected to Flag IP to 
isolate Flag-tagged Rab5. All blots are merged chemiluminescence and colorimetric images of the 
Dual Stained Precision Plus ladder (BioRad), ladder label units are kDa. Note that all remaining lanes 
not included in lane labels are samples from cells infected with additional Legionella strains, but as 
this data is not discussed in the paper, these lanes are left unlabeled for clarity.
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Source data for Figure 2, supplement 1. Western blot analysis of HA-Ub DGG conjugation in whole 
cell lysates prepared from HEK293T FcgR cells infected with the indicated L.p. strain for 1 hour. All blots 
are merged chemiluminescence and colorimetric images of the Dual Stained Precision Plus ladder 
(BioRad), ladder label units are kDa.
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